
Supplementary Table S1
Probeset ID Gene Symbol Gene Title Skin(E14.5) Skin(E16.5) Skin(E18.5)

1451542_at Ssbp2 single-stranded DNA binding protein 2 -1.05 0.94 0.11
1447167_at AL033314 Expressed sequence AL033314 -1.05 0.94 0.11
1442142_at 2700050L05Rik RIKEN cDNA 2700050L05 gene -1.05 0.93 0.12
1438583_at Ern1 Endoplasmic reticulum (ER) to nucleus -1.06 0.93 0.12
1457793_a_at Whsc1l1 Wolf-Hirschhorn syndrome candidate 1-like 1 -1.05 0.94 0.10
1446293_at Bcl11a B-cell CLL/lymphoma 11A (zinc finger -1.05 0.95 0.10
1439008_at Zfp319 zinc finger protein 319 -1.06 0.93 0.13
1454775_at Hdac10 histone deacetylase 10 -1.06 0.93 0.13
1417519_at Plagl2 pleiomorphic adenoma gene-like 2 -1.06 0.92 0.14
1456717_at Tead1 TEA domain family member 1 -1.04 0.95 0.09
1440855_at Atxn3 ataxin 3 -1.04 0.96 0.08
1436343_at Chd4 chromodomain helicase DNA binding protein -1.03 0.96 0.07
1419761_a_at Gabpb1 GA repeat binding protein, beta 1 -1.03 0.96 0.07
1457297_at Mef2a Myocyte enhancer factor 2A -1.03 0.96 0.07
1439545_at Nrf1 Nuclear respiratory factor 1 -1.03 0.96 0.07
1460035_at Phb2 prohibitin 2 -1.03 0.97 0.06
1441183_at Jmjd2b Jumonji domain containing 2B -1.07 0.90 0.17
1421866_at Nr3c1 nuclear receptor subfamily 3, group C, -1.03 0.97 0.06
1450203_at Smyd1 SET and MYND domain containing 1 -1.08 0.90 0.17
1421646_a_at Pias3 protein inhibitor of activated STAT 3 -1.08 0.90 0.18
1459592_a_at Ppp1r13l /// protein phosphatase 1, regulatory (inhibitor) -1.08 0.90 0.18
1450321_at Zfp354c zinc finger protein 354C -1.02 0.98 0.05
1458129_at Rora RAR-related orphan receptor alpha -1.08 0.90 0.18
1456815_at Foxn1 forkhead box N1 -1.08 0.89 0.19
1419191_at Hipk3 homeodomain interacting protein kinase 3 -1.08 0.89 0.19
1427733_a_at Nfia nuclear factor I/A -1.08 0.89 0.19
1421003_at Gmeb1 glucocorticoid modulatory element binding -1.08 0.89 0.20
1451816_at Zfp451 zinc finger protein 451 -1.01 0.99 0.02
1427787_at Sp6 trans-acting transcription factor 6 -1.09 0.87 0.22
1445562_at Zbtb16 Zinc finger and BTB domain containing 16 -1.09 0.87 0.22
1421329_a_at Smyd1 SET and MYND domain containing 1 -1.09 0.87 0.22
1453614_a_at Nfe2l3 nuclear factor, erythroid derived 2, like 3 -1.09 0.87 0.22
1452910_at Bcor Bcl6 interacting corepressor -1.09 0.87 0.23
1422970_at Mxd3 Max dimerization protein 3 -1.00 1.00 0.00
1448966_a_at Nfat5 nuclear factor of activated T-cells 5 -1.00 1.00 -0.01
1434160_at Zfp592 zinc finger protein 592 -1.10 0.86 0.23



1453051_at Zkscan1 zinc finger with KRAB and SCAN domains 1 -1.00 1.00 -0.01
1423401_at Etv6 ets variant gene 6 (TEL oncogene) -1.10 0.86 0.24
1458641_at Braf Braf transforming gene -1.10 0.86 0.24
1451198_at Gatad2a GATA zinc finger domain containing 2A -1.10 0.85 0.25
1421028_a_at Mef2c myocyte enhancer factor 2C -1.10 0.85 0.25
1425527_at Prrx1 paired related homeobox 1 -1.10 0.85 0.25
1458515_at Zfp128 zinc finger protein 128 -0.99 1.01 -0.03
1441823_at Zmiz1 zinc finger, MIZ-type containing 1 -1.10 0.85 0.26
1418313_at Zfp276 zinc finger protein (C2H2 type) 276 -1.10 0.85 0.26
1441592_at Jmjd1c Jumonji domain containing 1C -0.98 1.02 -0.03
1443554_at Ssbp3 Single-stranded DNA binding protein 3 -1.10 0.84 0.26
1446463_at Zfp508 Zinc finger protein 508 -1.10 0.84 0.26
1459393_at Tcfap2b Transcription factor AP-2 beta -1.10 0.84 0.26
1450082_s_at Etv5 ets variant gene 5 -0.98 1.02 -0.03
1446550_at Gspt1 G1 to S phase transition 1 -1.11 0.84 0.26
1432331_a_at Prrx2 paired related homeobox 2 -1.11 0.83 0.27
1424985_a_at Sox10 SRY-box containing gene 10 -1.11 0.83 0.27
1417587_at Timeless timeless homolog (Drosophila) -1.11 0.83 0.28
1454946_at Mybl2 myeloblastosis oncogene-like 2 -1.11 0.83 0.28
1421537_at Hoxd3 homeo box D3 -1.11 0.83 0.28
1460648_at Nr2f6 nuclear receptor subfamily 2, group F, -1.11 0.83 0.29
1459240_at Tcf25 Transcription factor 25 (basic helix-loop-helix) -1.11 0.82 0.29
1449273_at Cyfip2 cytoplasmic FMR1 interacting protein 2 -0.97 1.03 -0.06
1422810_at Zfp191 zinc finger protein 191 -1.11 0.82 0.29
1458491_at 4930422I07Rik RIKEN cDNA 4930422I07 gene -1.11 0.82 0.29
1444358_at Fbxl11 F-box and leucine-rich repeat protein 11 -1.11 0.82 0.29
1431065_at Eaf1 ELL associated factor 1 -1.11 0.82 0.30
1425526_a_at Prrx1 paired related homeobox 1 -0.96 1.03 -0.07
1425361_at Zfp397 zinc finger protein 397 -0.96 1.03 -0.07
1456816_at Zmiz1 Zinc finger, MIZ-type containing 1 -1.12 0.82 0.30
1422931_at Fosl2 fos-like antigen 2 -1.12 0.81 0.31
1443158_at Scmh1 Sex comb on midleg homolog 1 -0.96 1.04 -0.08
1425024_at E430018J23Rik RIKEN cDNA E430018J23 gene -1.12 0.81 0.31
1444266_at Hod Homeobox only domain -1.12 0.81 0.31
1420864_at Zfp161 zinc finger protein 161 -1.12 0.81 0.31
1425400_a_at Cited4 Cbp/p300-interacting transactivator, with -1.12 0.81 0.31
1448781_at Nab1 Ngfi-A binding protein 1 -1.12 0.81 0.31
1452070_at Dedd2 death effector domain-containing DNA -1.12 0.81 0.31
1437788_at Sp6 trans-acting transcription factor 6 -0.95 1.04 -0.09
1450508_at Foxn1 forkhead box N1 -1.12 0.80 0.32



1429566_a_at Hipk2 homeodomain interacting protein kinase 2 -0.95 1.05 -0.10
1427462_at E2f3 E2F transcription factor 3 -0.95 1.05 -0.10
1418425_at Sp7 trans-acting transcription factor 7 -1.12 0.80 0.33
1459928_at Lcor ligand dependent nuclear receptor -1.12 0.80 0.33
1422024_at Fli1 Friend leukemia integration 1 -1.12 0.79 0.33
1442080_at Creb3l2 CAMP responsive element binding protein 3- -1.12 0.79 0.33
1457834_at Yy1 YY1 transcription factor -1.12 0.79 0.33
1425356_at Zfp142 zinc finger protein 142 -1.12 0.79 0.33
1451983_at Irx1 Iroquois related homeobox 1 (Drosophila) -1.13 0.79 0.34
1450259_a_at Stat5a signal transducer and activator of -1.13 0.78 0.34
1431630_a_at Klf3 Kruppel-like factor 3 (basic) -1.13 0.78 0.34
1441435_at Tbl1x Transducin (beta)-like 1 X-linked -1.13 0.78 0.35
1443100_at Thrb Thyroid hormone receptor beta -0.93 1.06 -0.13
1423984_a_at Mrg2 /// myeloid ecotropic viral integration site-related -1.13 0.78 0.35
1421298_a_at Hipk1 homeodomain interacting protein kinase 1 -1.13 0.78 0.35
1426337_a_at Tead4 TEA domain family member 4 -1.13 0.77 0.35
1443394_at Hmga2 High mobility group AT-hook 2 -1.13 0.77 0.36
1457177_at Rora RAR-related orphan receptor alpha -1.13 0.77 0.36
1427106_at Zbtb3 zinc finger and BTB domain containing 3 -1.13 0.77 0.36
1450458_at Ncoa2 nuclear receptor coactivator 2 -1.13 0.77 0.36
1456916_at Nsd1 Nuclear receptor-binding SET-domain protein -0.92 1.06 -0.14
1434922_at Phf12 PHD finger protein 12 -1.13 0.76 0.37
1421721_a_at Arnt aryl hydrocarbon receptor nuclear -1.13 0.76 0.37
1454120_a_at Pcgf6 polycomb group ring finger 6 -1.13 0.76 0.37
1425209_at Zfp84 zinc finger protein 84 -1.13 0.76 0.37
1418901_at Cebpb CCAAT/enhancer binding protein (C/EBP), -1.13 0.76 0.37
1427831_s_at Zfp260 /// zinc finger protein 260 /// similar to Zinc finger -1.13 0.76 0.37
1418861_at Pias4 protein inhibitor of activated STAT 4 -1.13 0.76 0.38
1457222_at Creb5 cAMP responsive element binding protein 5 -1.13 0.76 0.38
1426653_at Mcm3 minichromosome maintenance deficient 3 (S. -1.14 0.75 0.38
1444934_at Zfp276 zinc finger protein (C2H2 type) 276 -1.14 0.75 0.39
1418628_at Khdrbs1 KH domain containing, RNA binding, signal -1.14 0.75 0.39
1453291_at Hmgb2l1 high mobility group box 2-like 1 -1.14 0.74 0.39
1427559_a_at Atf2 activating transcription factor 2 -1.14 0.74 0.39
1459593_x_at Ppp1r13l /// protein phosphatase 1, regulatory (inhibitor) -1.14 0.74 0.40
1421140_a_at Foxp1 forkhead box P1 -1.14 0.74 0.40
1456715_at Phr1 Pam, highwire, rpm 1 -1.14 0.74 0.40
1423325_at Pnn pinin -1.14 0.74 0.40
1455071_at Zbtb7b zinc finger and BTB domain containing 7B -1.14 0.74 0.40
1457116_at Rexo1 REX1, RNA exonuclease 1 homolog (S. -1.14 0.73 0.41



1437909_at D030022P06Rik RIKEN cDNA D030022P06 gene -1.14 0.73 0.41
1423603_at Zfpm1 zinc finger protein, multitype 1 -1.14 0.73 0.41
1455394_at Pias4 protein inhibitor of activated STAT 4 -1.14 0.73 0.41
1428827_at Whsc1 Wolf-Hirschhorn syndrome candidate 1 -1.14 0.73 0.41
1426297_at Tcfe2a transcription factor E2a -1.14 0.73 0.41
1420397_a_at Spen SPEN homolog, transcriptional regulator -1.14 0.72 0.42
1422972_s_at Gcn5l2 GCN5 general control of amino acid -1.14 0.72 0.42
1442858_at Phr1 Pam, highwire, rpm 1 -1.14 0.72 0.42
1425930_a_at Mlx MAX-like protein X -1.14 0.72 0.43
1415899_at Junb Jun-B oncogene -1.14 0.72 0.43
1434343_at 5730403M16Rik RIKEN cDNA 5730403M16 gene -1.14 0.72 0.43
1448915_at Zfp524 zinc finger protein 524 -1.14 0.71 0.43
1427255_s_at Zfp445 zinc finger protein 445 -1.14 0.71 0.44
1435443_at Eya3 eyes absent 3 homolog (Drosophila) -1.14 0.71 0.44
1447061_at Hif3a Hypoxia inducible factor 3, alpha subunit -0.87 1.09 -0.22
1431206_at 5730601F06Rik RIKEN cDNA 5730601F06 gene -1.14 0.70 0.44
1454369_a_at Nfatc4 nuclear factor of activated T-cells, -1.14 0.70 0.44
1421267_a_at Cited2 Cbp/p300-interacting transactivator, with -1.14 0.70 0.44
1420583_a_at Rora RAR-related orphan receptor alpha -1.15 0.70 0.44
1426298_at Irx2 Iroquois related homeobox 2 (Drosophila) -1.15 0.70 0.45
1442933_at Foxk2 forkhead box K2 -1.15 0.70 0.45
1422321_a_at Sf1 splicing factor 1 -1.15 0.70 0.45
1425429_s_at Hif3a /// hypoxia inducible factor 3, alpha subunit /// -1.15 0.69 0.45
1447174_at Dach1 Dachshund 1 (Drosophila) -1.15 0.69 0.45
1427695_a_at Pou2f1 POU domain, class 2, transcription factor 1 -1.15 0.69 0.45
1421299_a_at Lef1 lymphoid enhancer binding factor 1 -1.15 0.69 0.45
1453349_at Casz1 castor homolog 1, zinc finger (Drosophila) -1.15 0.69 0.45
1449822_at Atoh1 atonal homolog 1 (Drosophila) -1.15 0.69 0.45
1416019_at Dr1 down-regulator of transcription 1 -1.15 0.69 0.46
1446950_at Tox Thymocyte selection-associated HMG box -1.15 0.69 0.46
1441667_s_at Smyd1 SET and MYND domain containing 1 -0.86 1.10 -0.24
1425698_a_at Crebzf CREB/ATF bZIP transcription factor -1.15 0.69 0.46
1419157_at Sox4 /// SRY-box containing gene 4 /// similar to -1.15 0.69 0.46
1454106_a_at Cxxc1 CXXC finger 1 (PHD domain) -1.15 0.69 0.46
1427091_at AI481105 expressed sequence AI481105 -1.15 0.68 0.46
1424789_at Zscan22 zinc finger and SCAN domain containing 22 -1.15 0.68 0.46
1420593_a_at Tead3 TEA domain family member 3 -1.15 0.68 0.47
1418102_at Hes1 hairy and enhancer of split 1 (Drosophila) -1.15 0.68 0.47
1452180_at Phf17 PHD finger protein 17 -1.15 0.68 0.47
1446280_at Foxp1 Forkhead box P1 -1.15 0.68 0.47



1425630_at Sin3b transcriptional regulator, SIN3B (yeast) -1.15 0.67 0.48
1420978_at Nrf1 nuclear respiratory factor 1 -1.15 0.67 0.48
1452021_a_at Hes6 hairy and enhancer of split 6 (Drosophila) -1.15 0.66 0.49
1430299_at Tsc22d4 TSC22 domain family 4 -1.15 0.66 0.49
1439058_at Sfpq splicing factor proline/glutamine rich -1.15 0.66 0.49
1452818_at Ttf2 transcription termination factor, RNA -1.15 0.66 0.49
1451776_s_at Hod homeobox only domain -1.15 0.66 0.49
1417209_at Sertad2 SERTA domain containing 2 -1.15 0.66 0.49
1416081_at Smad1 MAD homolog 1 (Drosophila) -1.15 0.66 0.49
1450339_a_at Bcl11b B-cell leukemia/lymphoma 11B -1.15 0.66 0.49
1445914_at Nrf1 Nuclear respiratory factor 1 -0.83 1.11 -0.28
1431314_a_at 5830417I10Rik RIKEN cDNA 5830417I10 gene -1.15 0.65 0.50
1420882_a_at Nsd1 /// Acd nuclear receptor-binding SET-domain protein -1.15 0.65 0.50
1441140_at Rere Arginine glutamic acid dipeptide (RE) repeats -1.15 0.65 0.50
1425650_at Tle4 transducin-like enhancer of split 4, homolog -1.15 0.65 0.50
1421333_a_at Mynn myoneurin -1.15 0.65 0.50
1438064_at Ybx1 Y box protein 1 -0.83 1.11 -0.29
1431875_a_at E2f1 E2F transcription factor 1 -1.15 0.65 0.50
1452376_at Zfp444 zinc finger protein 444 -1.15 0.65 0.50
1447944_at Zkscan1 zinc finger with KRAB and SCAN domains 1 -1.15 0.65 0.50
1458575_at Setbp1 SET binding protein 1 -1.15 0.65 0.51
1429541_at Zfp777 zinc finger protein -1.15 0.65 0.51
1450681_at Zfp143 zinc finger protein 143 -1.15 0.65 0.51
1449397_at Hoxb2 homeo box B2 -1.15 0.65 0.51
1420663_at Zbtb7b zinc finger and BTB domain containing 7B -1.15 0.64 0.51
1449554_at Tle3 transducin-like enhancer of split 3, homolog -1.15 0.64 0.51
1422082_a_at Nfya nuclear transcription factor-Y alpha -1.15 0.64 0.51
1455944_at Zfp516 zinc finger protein 516 -0.82 1.11 -0.30
1439336_at Tcf4 Transcription factor 4 -1.15 0.64 0.51
1453077_a_at Snapc3 small nuclear RNA activating complex, -1.15 0.64 0.51
1427361_at Hoxc6 homeo box C6 -1.15 0.64 0.51
1450747_at Keap1 kelch-like ECH-associated protein 1 -1.15 0.64 0.52
1418333_at Mtf1 metal response element binding transcription -1.15 0.63 0.52
1435965_at Cnot3 CCR4-NOT transcription complex, subunit 3 -1.15 0.63 0.52
1458065_at Rere Arginine glutamic acid dipeptide (RE) repeats -1.15 0.63 0.52
1427844_a_at Cebpb CCAAT/enhancer binding protein (C/EBP), -1.15 0.63 0.52
1422088_at Mycl1 v-myc myelocytomatosis viral oncogene -1.15 0.63 0.53
1431232_a_at Mga MAX gene associated -1.15 0.63 0.53
1434495_at Patz1 POZ (BTB) and AT hook containing zinc -1.15 0.62 0.53
1459470_at Runx1 Runt related transcription factor 1 -1.15 0.62 0.53



1427362_x_at Hoxc6 homeo box C6 -1.15 0.62 0.53
1454986_at Zfp668 zinc finger protein 668 -1.15 0.62 0.53
1425465_a_at Senp2 SUMO/sentrin specific peptidase 2 -1.15 0.62 0.53
1450403_at Stat2 signal transducer and activator of -1.15 0.62 0.53
1442181_at Grlf1 Glucocorticoid receptor DNA binding factor 1 -1.15 0.62 0.53
1451715_at Mafb v-maf musculoaponeurotic fibrosarcoma -1.15 0.62 0.53
1450695_at Ahr aryl-hydrocarbon receptor -1.15 0.62 0.54
1426610_a_at Ttf1 transcription termination factor 1 -1.15 0.62 0.54
1422110_at Hr hairless -1.15 0.61 0.54
1437182_at Dido1 death inducer-obliterator 1 -1.15 0.61 0.54
1437205_at Tcf25 transcription factor 25 (basic helix-loop-helix) -1.15 0.61 0.54
1460402_at Brpf1 bromodomain and PHD finger containing, 1 -1.15 0.61 0.54
1449851_at Per1 period homolog 1 (Drosophila) -1.15 0.61 0.54
1450507_at Pou2f3 POU domain, class 2, transcription factor 3 -1.15 0.61 0.54
1446407_at Mysm1 Myb-like, SWIRM and MPN domains 1 -1.15 0.61 0.55
1417781_at Lass4 longevity assurance homolog 4 (S. -1.15 0.61 0.55
1452600_at Taf6l TAF6-like RNA polymerase II, p300/CBP- -1.15 0.61 0.55
1422102_a_at Stat5b signal transducer and activator of -1.15 0.61 0.55
1421233_at Pknox1 Pbx/knotted 1 homeobox -1.15 0.60 0.55
1421486_at Egr3 early growth response 3 -1.15 0.60 0.55
1452297_at Ccnt2 cyclin T2 -1.15 0.60 0.55
1435950_at Hr hairless -1.15 0.60 0.56
1442176_at Arid5b AT rich interactive domain 5B (Mrf1 like) -1.15 0.60 0.56
1450161_at Ikbkg inhibitor of kappaB kinase gamma -1.15 0.60 0.56
1418582_at Cbfa2t3h core-binding factor, runt domain, alpha -0.78 1.13 -0.35
1444384_at Jazf1 JAZF zinc finger 1 -1.15 0.60 0.56
1419716_a_at Pou2f1 POU domain, class 2, transcription factor 1 -1.15 0.59 0.56
1431815_a_at Mms19l MMS19 (MET18 S. cerevisiae)-like -1.15 0.59 0.56
1454864_at Zfp592 zinc finger protein 592 -1.15 0.59 0.56
1425483_at Tox thymocyte selection-associated HMG box -1.15 0.59 0.56
1428469_a_at Dzip1 DAZ interacting protein 1 -1.15 0.59 0.56
1432462_a_at Crsp8 cofactor required for Sp1 transcriptional -1.15 0.59 0.57
1442683_at Hmg20a high mobility group 20A -1.15 0.59 0.57
1432543_a_at Klf13 Kruppel-like factor 13 -1.15 0.59 0.57
1422087_at Mycl1 v-myc myelocytomatosis viral oncogene -1.15 0.59 0.57
1453290_at Hmgb2l1 high mobility group box 2-like 1 -1.15 0.59 0.57
1427742_a_at Klf6 Kruppel-like factor 6 -1.15 0.58 0.57
1447940_a_at Braf Braf transforming gene -1.15 0.58 0.57
1443400_at Mier1 Mesoderm induction early response 1 -1.15 0.58 0.57
1449343_s_at Sin3a transcriptional regulator, SIN3A (yeast) -1.15 0.58 0.57



1415811_at Uhrf1 ubiquitin-like, containing PHD and RING -1.15 0.58 0.57
1427460_at Taf4a TAF4A RNA polymerase II, TATA box -1.15 0.58 0.58
1420975_at Baz1b bromodomain adjacent to zinc finger domain, -1.15 0.58 0.58
1422068_at Pou3f1 POU domain, class 3, transcription factor 1 -1.15 0.58 0.58
1459108_a_at Yeats2 YEATS domain containing 2 -1.15 0.58 0.58
1418146_a_at Rbl2 /// retinoblastoma-like 2 /// similar to -1.15 0.58 0.58
1439820_at Ebf1 Early B-cell factor 1 -1.15 0.57 0.58
1452449_at Hmbox1 homeobox containing 1 -1.15 0.57 0.58
1451841_a_at Ncor2 nuclear receptor co-repressor 2 -1.15 0.57 0.58
1422195_s_at Tbx15 T-box 15 -1.15 0.57 0.58
1438140_a_at Zfp64 zinc finger protein 64 -1.15 0.57 0.59
1421657_a_at Sox17 SRY-box containing gene 17 -1.15 0.57 0.59
1420736_at Sim1 single-minded homolog 1 (Drosophila) -1.15 0.57 0.59
1419465_at Nkd2 naked cuticle 2 homolog (Drosophila) -1.15 0.57 0.59
1425732_a_at Mxi1 Max interacting protein 1 -1.15 0.56 0.59
1421077_at Sertad3 SERTA domain containing 3 -1.15 0.56 0.59
1431030_a_at Rnf14 ring finger protein 14 -1.15 0.56 0.59
1443350_at Mta3 metastasis associated 3 -1.15 0.56 0.60
1452163_at Ets1 E26 avian leukemia oncogene 1, 5' domain -1.15 0.56 0.60
1421076_at Sertad3 SERTA domain containing 3 -1.15 0.55 0.60
1418747_at Sfpi1 SFFV proviral integration 1 -1.15 0.55 0.60
1451739_at Klf5 Kruppel-like factor 5 -1.15 0.55 0.60
1441200_at Klf3 Kruppel-like factor 3 (basic) -1.15 0.55 0.60
1445239_at Gatad2a GATA zinc finger domain containing 2A -1.15 0.55 0.60
1426753_at Phf17 PHD finger protein 17 -1.15 0.55 0.61
1419416_a_at Rarg retinoic acid receptor, gamma -1.15 0.55 0.61
1437204_a_at Tcf25 transcription factor 25 (basic helix-loop-helix) -1.15 0.54 0.62
1424554_at Ppp1r8 protein phosphatase 1, regulatory (inhibitor) -1.15 0.53 0.62
1426587_a_at Stat3 signal transducer and activator of -1.15 0.53 0.63
1452629_at Safb2 scaffold attachment factor B2 -1.15 0.52 0.63
1460279_a_at Gtf2i /// general transcription factor II I /// similar to -1.15 0.52 0.63
1449135_at Sox18 SRY-box containing gene 18 -1.15 0.52 0.64
1460304_a_at Ubtf upstream binding transcription factor, RNA -1.15 0.51 0.64
1453094_at Ches1 checkpoint suppressor 1 -1.15 0.51 0.64
1425929_a_at Rnf14 ring finger protein 14 -1.15 0.51 0.64
1416597_at Hdgfrp2 hepatoma-derived growth factor, related -1.15 0.51 0.64
1458574_at E2f2 E2F transcription factor 2 -0.70 1.14 -0.44
1430931_at 4933403O03Rik RIKEN cDNA 4933403O03 gene -1.15 0.51 0.64
1422037_at Dlx3 distal-less homeobox 3 -1.15 0.51 0.65
1434066_at Gtf3c1 general transcription factor III C 1 -1.15 0.50 0.65



1449058_at Gli1 GLI-Kruppel family member GLI1 -1.15 0.50 0.65
1440607_at Ches1 Checkpoint suppressor 1 -1.15 0.50 0.65
1430117_a_at Zfp64 zinc finger protein 64 -1.15 0.50 0.65
1453906_at Thrap2 thyroid hormone receptor associated protein -1.15 0.50 0.65
1427697_a_at Trp73 transformation related protein 73 -1.15 0.50 0.65
1460652_at Esrra estrogen related receptor, alpha -1.15 0.49 0.66
1425405_a_at Adar adenosine deaminase, RNA-specific -1.15 0.49 0.66
1425413_at Rfx3 regulatory factor X, 3 (influences HLA class II -1.15 0.49 0.66
1457449_at Lass6 Longevity assurance homolog 6 (S. -0.69 1.15 -0.46
1417238_at Ewsr1 Ewing sarcoma breakpoint region 1 -1.15 0.48 0.67
1428349_s_at Ebf3 early B-cell factor 3 -0.67 1.15 -0.48
1450482_a_at Pitx2 paired-like homeodomain transcription factor -1.15 0.47 0.68
1422984_at Cyln2 cytoplasmic linker 2 -1.15 0.47 0.68
1447527_at Irf2 Interferon regulatory factor 2 -1.15 0.46 0.68
1456021_at Atf6 activating transcription factor 6 -1.15 0.46 0.68
1442386_at C030010B13Rik RIKEN cDNA C030010B13 gene -1.15 0.46 0.69
1445778_at Elf4 E74-like factor 4 (ets domain transcription -1.15 0.46 0.69
1447160_at Nono /// non-POU-domain-containing, octamer -1.15 0.45 0.70
1425611_a_at Cutl1 cut-like 1 (Drosophila) -1.15 0.45 0.70
1442684_x_at Hmg20a high mobility group 20A -1.15 0.45 0.70
1427764_a_at Tcfe2a transcription factor E2a -1.14 0.44 0.70
1451660_a_at Hoxb6 homeo box B6 -1.14 0.44 0.70
1421072_at Irx5 Iroquois related homeobox 5 (Drosophila) -0.64 1.15 -0.51
1451031_at Sfrp4 secreted frizzled-related sequence protein 4 -1.14 0.44 0.71
1426065_a_at Trib3 tribbles homolog 3 (Drosophila) -1.14 0.43 0.71
1441492_at Zfp64 Zinc finger protein 64 -1.14 0.42 0.72
1419303_at Heyl hairy/enhancer-of-split related with YRPW -1.14 0.42 0.72
1417467_a_at Tada3l transcriptional adaptor 3 (NGG1 homolog, -1.14 0.41 0.73
1450191_a_at Sox13 SRY-box containing gene 13 -1.14 0.41 0.73
1419628_at Chx10 C. elegans ceh-10 homeo domain containing -1.14 0.41 0.73
1424787_a_at Nrf1 nuclear respiratory factor 1 -1.14 0.41 0.73
1457600_x_at Nkd2 Naked cuticle 2 homolog (Drosophila) -1.14 0.41 0.73
1459348_at Ebf1 Early B-cell factor 1 -1.14 0.40 0.73
1440952_at Smad7 MAD homolog 7 (Drosophila) -1.14 0.40 0.74
1439908_at Zkscan1 zinc finger with KRAB and SCAN domains 1 -1.14 0.39 0.74
1441615_at Cbfa2t2 core-binding factor, runt domain, alpha -1.14 0.39 0.74
1436952_at Klf9 Kruppel-like factor 9 -1.13 0.38 0.75
1451046_at Zfpm1 zinc finger protein, multitype 1 -0.58 1.15 -0.57
1447941_x_at Braf Braf transforming gene -1.13 0.36 0.77
1448926_at Hoxa5 homeo box A5 -1.13 0.36 0.77



1416505_at Nr4a1 nuclear receptor subfamily 4, group A, -1.13 0.36 0.77
1423500_a_at Sox5 SRY-box containing gene 5 -1.13 0.36 0.77
1452325_at Trp73 transformation related protein 73 -1.13 0.36 0.77
1440689_at Foxk2 forkhead box K2 -1.13 0.36 0.77
1438479_at Zfp213 zinc finger protein 213 -1.13 0.35 0.78
1440778_x_at Zfp712 Zinc finger protein 712 -1.13 0.35 0.78


